In the title molecule, C 14 H 13 N 3 O 3 , the dihedral angle between the triazole ring and coumarin ring system is 73.01 (4) . The crystal structure is stabilized by weak intermolecular C-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds.
Related literature
For the pharmacological activity of coumarins, see: Wu et al. (2009) . For details of the synthesis, see: Shi & Zhou (2011) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD diffractometer 6501 measured reflections 2390 independent reflections 2134 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.097 S = 1.04 2390 reflections 182 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of (I) with displacement ellipsoids are drawn at the 50% probability level. Atomic displacement parameters (Å 2 )
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0.0340 (7) 0.0207 (6) 0.0344 (8) −0.0007 (5) 0.0152 (6) 0.0017 (5) C2 0.0418 (8) 0.0215 (6) 0.0263 (7) 0.0029 (5) 0.0123 (6) 0.0015 (5) C3 0.0347 (7) 0.0188 (6) 0.0253 (7) 0.0038 (5) 0.0067 (5) −0.0041 (5) C4 0.0271 (6) 0.0177 (6) 0.0240 (6) 0.0019 (5) 0.0060 (5) −0.0036 (5) C5 0.0232 (6) 0.0173 (6) 0.0281 (7) −0.0012 (5) 0.0097 (5) −0.0029 (5) C6 0.0228 (6) 0.0220 (6) 0.0247 (7) 0.0005 (5) 0.0035 (5) −0.0021 (5) C7 0.0290 (6) 0.0181 (6) 0.0243 (7) 0.0014 (5) 0.0094 (5) −0.0020 (5) Symmetry codes: (i) −x+3/2, y−1/2, −z+3/2; (ii) x+1/2, −y+5/2, z+1/2; (iii) −x+1/2, y+1/2, −z+3/2; (iv) x, y+1, z.
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